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Figure 9 



DAHKSEVAHR FKDLGEENFK ALVLIAFAQY LQQCPFEDHV KLVNEVTEFA 

HHHHH HHH HHH HHHHHHHHHH HHHHH HHHHHHHHHH 

I II III 

KTCVA DESAE N CDKSLHTLF GDKLC TVATL RETYGEM ADC CAKOEPERNE 

HHHHH HHHHH HHHHH HHHH H HHHH 

CFLQHKDDNP NLPRLVRPEV DVMCTAFHDN EETFLKKYLY EIARRHPYFY 

HHHH H HHHHHHHH HHHHHHHHH HHHHH 

IV 

APELLFFAKR YKAAFTECC O AADKAA CLLP KLDELRDEGK ASSAKQRLKC 

HHHHHHHHHH HHHHHHHHH HHHHH HHHEHHHHHH HHHHHHHHHH 



ASLQKFGERA FKAWAVARLS QRFPKAEFAE VSKLVTDLTK VHTECCHGDL 
HHHHH HH HHHHHHHHHH HH HHH HHHHHHHHHH HHHHHH HH 

VI VII 

LECADDRADL AKYIC ENODS ISSK LKECC E KPL LEKSHCI AEVENDEMPA 
HHHHHHHHHH HHHHH HHHHH HHHHHHH H 

DLPSLAADFV ESKDVCKNYA EAKDVFLGMF LYEYARRHPD YSVVLLLRLA 
HHHH HHHHHH HHHHHHH HHHHHH HHHHHHHH 

VIII 

KTYETTLEKC CAAADPHECY AKVFDEFKPL VEEPQNLIKQ NCELFEQLGE 
HHHHHHHHHH HH H HHHHH HHHHHHHHHH HHHHHHH 



YKFQNALLVR YTKKVPQVST PTLVEVSRNL GKVGSKCC KH PEA KRMPCAE 
HHHHHHHHHH HHHH H HHHHHHHHHH HHH HHHHHHHH 



DYLSVVLNQL CVLHEKTPVS DRVTKCCT ES LVNRR PPCFSA LEVDETYVPK 
HHHHHHHHHH HHHHH HHHHHHHHH HHHHHHHH 

EFNAETFTFH ADICTLSEKE RQIKKQTALV ELVKHKPKAT KEQLKAVMDD 
HHH HHH HHHHMMEHHH HHH HHHHHHHH 



XII 

FAAFVEKCC K ADDKET CFAE EGKKLVAASQ AALGL 
HHHHHHHH HHHH HHHHHHHHHH HH 



Loop 

I Val54-Asn61 

II Thr76-Asp89 

III Ala92-Glul00 

IV Glnl70-Alal76 

V His247-Glu252 

VI Glu266-Glu277 



Loop 






VII 


Glu280 


-His288 


VIII 


Ala362 


-Glu368 


IX 
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Figure 10 



a. Randomisation of Loop IV. 

IV 

151 APELLFFAKR YKAAFTECC Q AADKA ACLLP KLDELRDEGK ASSAKQRLKC 
HHHHHHHHHH HHHHHHHHH HHHHH HHHHHHHHHH HHHHHHHHHH 

IV 

151 APELLFFAKR YKAAFTECC X XXXXXX CLLP KLDELRDEGK ASSAKQRLKC 
HHHHHHHHHH HHHHHHHHH HHHHH HHHHHHHHHH HHHHHHHHHH 



X represents the mutation of the natural amino acid to any- 
other amino acid. One, more or all of the amino acids can 
be changed in this manner. This figure indicates all the 
residues have been changed. 

b. Insertion (or replacement) of Randomised sequence into Loop IV. 

(X) n 

I 

IV 

151 APELLFFAKR YKAAFTECC Q AADKAA CLLP KLDELRDEGK ASSAKQRLKC 
HHHHHHHHHH HHHHHHHHH HHHHH HHHHHHHHHH HHHHHHHHHH 

The insertion can be at any point on the loop and a 
length where n would typically be 6, 8, 12, 20 or 25. 
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